	
	
	Supplemental Table 1.
Relative quantification: fold change to reference group (Mock+PBS). Endogenous control: 18S, ACTB. 

	
	
	Fold change (p-value)
	 
	 
	 
	
	 
	 
	 

	
	
	ZIKV+PBS
	Mock+IRA
	ZIKV+IRA

	Chemokines and receptors
	
	
	
	

	1
	Ccl2
	6.021
	(0.031)*
	3.124
	(0.075)
	2.144
	(0.067)

	2
	Ccl3
	8.778
	<0.001*
	1.971
	(0.158)
	3.272
	(0.077)

	3
	Ccl5
	1.341
	(0.351)
	1.578
	(0.136)
	1.702
	(0.262)

	4
	Ccl19
	2.724
	(0.24)
	1.677
	(0.322)
	1.663
	(0.437)

	5
	Ccr2
	1.594
	(0.06)
	2.143
	(0.035)*
	1.681
	(0.337)

	6
	Ccr4
	1.145
	(0.802)
	0.876
	(0.804)
	0.954
	(0.948)

	7
	Ccr7
	2.157
	(0.019)*
	1.586
	(0.435)
	1.627
	(0.133)

	8
	Cxcl10
	8.025
	(0.026)*
	2.743
	(0.022)*
	1.849
	(0.268)

	9
	Cxcl11
	2.456
	(0.336)
	0.967
	(0.976)
	2.347
	(0.381)

	10
	Cxcr3
	3.178
	(0.034)*
	8.52
	(0.022)*
	2.734
	(0.106)

	Pro-inflammatory cytokines
	
	
	
	

	11
	Il1α
	1.724
	(0.181)
	1.596
	(0.273)
	1.497
	(0.094)

	12
	Il1β
	15.054
	<0.0001*
	4.026
	(0.079)
	4.76
	(0.007)*

	13
	Il2rα
	1.432
	(0.071)
	1.537
	(0.232)
	1.531
	(0.056)

	14
	Il6
	1.715
	(0.493)
	1.004
	(0.993)
	1.115
	(0.795)

	15
	Il17
	3.054
	(ND)
	-
	(ND)
	-
	(ND)

	16
	Il18
	1.221
	(0.201)
	1.895
	(0.061)
	1.711
	(0.22)

	17
	Tnf
	1.419
	(0.532)
	0.851
	(0.678)
	0.924
	(0.83)

	18
	Nos2
	0.644
	(0.524)
	1.612
	(0.332)
	0.799
	(0.652)

	19
	Ptgs2
	1.199
	(0.834)
	2.791
	(0.242)
	1.28
	(0.684)

	Th1 cytokines
	
	
	
	
	
	

	20
	Il15
	0.578
	(0.351)
	1.419
	(0.49)
	1.074
	(0.887)

	21
	Il12α
	0.993
	(0.993)
	2.292
	(0.352)
	1.349
	(0.653)

	22
	Il12β
	2.225
	(0.243)
	1.439
	(0.578)
	1.85
	(0.239)

	23
	Ifng
	0.375
	(ND)
	1.692
	(0.457)
	0.686
	(0.589)

	24
	Il2
	-
	(ND)
	-
	(ND)
	-
	(ND)

	25
	Tbx21
	2.557
	(0.125)
	2.068
	(0.202)
	3.114
	(0.082)

	Th2 cytokines
	
	
	
	
	
	

	26
	Il4
	0.644
	(ND)
	1.202
	(ND)
	0.798
	(ND)

	27
	Il5
	-
	(ND)
	-
	(ND)
	-
	(ND)

	28
	Il9
	-
	(ND)
	-
	(ND)
	-
	(ND)

	29
	Il10
	1.488
	(0.304)
	1.175
	(0.832)
	1.812
	(0.204)

	30
	Il13
	-
	(ND)
	0.29
	(ND)
	2.85
	(ND)

	Immune cell surface antigens
	
	
	
	

	31
	Cd19
	2.365
	(ND)
	0.805
	(0.83)
	1.285
	(0.811)

	32
	Cd28
	1.849
	(0.046)*
	2.413
	(0.063)
	1.953
	(0.184)

	33
	Cd34
	0.856
	(0.683)
	1.828
	(0.185)
	0.866
	(0.81)

	34
	Cd38
	1.441
	(0.048)*
	1.45
	(0.473)
	0.985
	(0.983)

	35
	Cd3e
	1.574
	(0.406)
	3.649
	(0.043)*
	1.019
	(0.969)

	36
	Cd4
	3.165
	(0.143)
	5.821
	(0.057)
	6.473
	(0.0440*

	37
	Cd40
	1.119
	(0.659)
	1.965
	(0.053)
	1.108
	(0.762)

	38
	Cd40lg
	1.147
	(ND)
	1.255
	(0.24)
	-
	(ND)

	39
	Cd68
	2.045
	(0.134)
	1.893
	(0.001)*
	1.762
	(0.032)*

	40
	Cd80
	2.988
	(0.149)
	3.934
	(0.085)
	2.346
	(0.238)

	41
	Cd86
	1.717
	(0.047)*
	1.798
	(0.244)
	1.464
	(0.35)

	42
	Cd8α
	0.579
	(0.104)
	1.082
	(0.802)
	0.918
	(0.765)

	43
	Ptprc
	2.372
	(0.004)*
	3.106
	(0.009)*
	1.95
	(0.135)

	44
	Icos 
	1.392
	(0.271)
	1.528
	(0.282)
	1.52
	(0.25)

	45
	H2-eα
	6.415
	(0.043)*
	10.943
	(0.018)*
	5.338
	(0.062)

	46
	H2-eβ1
	1.885
	(0.063)
	2.064
	(ND)
	1.727
	(0.152)

	47
	Ctla4
	1.484
	(0.562)
	3.004
	(0.182)
	2.371
	(0.217)

	Endothelium molecules
	
	
	
	
	

	48
	Ece1
	1.261
	(0.347)
	1.441
	(0.001)*
	1.293
	(0.215)

	49
	Edn1
	1.616
	(0.07)
	2.067
	(0.074)
	1.399
	(0.145)

	50
	Sele
	0.918
	(0.927)
	1.436
	(0.668)
	0.87
	(0.864)

	51
	Selp
	1.89
	(0.056)
	1.831
	(0.052)
	0.975
	(0.963)

	52
	Vcam1
	1.359
	(0.64)
	0.999
	(0.998)
	0.825
	(0.556)

	53
	Vegfα
	1.147
	(0.759)
	2.128
	(0.037)*
	1.33
	(0.266)

	54
	Agtr2
	0.358
	(0.04)*
	1.632
	(0.638)
	0.707
	(0.638)

	Transcription factors and regulators of transcription
	
	

	55
	Smad3
	1.148
	(0.535)
	1.623
	(0.289)
	1.248
	(0.402)

	56
	Smad7
	1.191
	(0.535)
	1.213
	(0.292)
	1.197
	(0.388)

	57
	Socs1
	2.144
	(0.21)
	1.676
	(0.024)*
	1.11
	(0.724)

	58
	Socs2
	1.077
	(0.729)
	2.4
	(0.132)
	1.596
	(0.296)

	59
	Stat1
	1.053
	(0.884)
	0.863
	(0.498)
	0.85
	(0.586)

	60
	Stat3
	1.735
	(0.053)
	1.376
	(0.233)
	1.202
	(0.415)

	61
	Stat4
	0.872
	(0.556)
	1.304
	(0.462)
	1.16
	(0.741)

	62
	Nf-κb1
	0.897
	(0.439)
	1.019
	(0.931)
	0.871
	(0.627)

	63
	Nf-κb2
	0.952
	(0.745)
	1.41
	(0.248)
	1.359
	(0.069)

	64
	Csf1
	1.401
	(0.427)
	3.243
	(0.273)
	1.309
	(0.566)

	65
	Csf2
	2.022
	(0.271)
	2.482
	(0.205)
	2.095
	(0.32)

	66
	Csf3
	1.428
	(0.715)
	1.87
	(0.59)
	1.731
	(0.63)

	67
	Il3
	-
	(ND)
	2.994
	(ND)
	3.577
	(ND)

	68
	Il7
	0.392
	(0.088)
	1.331
	(0.602
	0.84
	(0.754)

	Apoptosis related 
	
	
	
	
	

	69
	Bax
	1.374
	(0.041)*
	1.212
	(0.119)
	0.922
	(0.357)

	70
	Bcl2
	0.802
	(0.319)
	0.998
	(0.993)
	1.013
	(0.961)

	71
	Bcl2l1
	0.863
	(0.654)
	1.256
	(0.388)
	1.032
	(0.825)

	72
	Fas
	1.379
	(0.23)
	1.938
	(0.173)
	1.11
	(0.619)

	73
	Fasl
	0.78
	(0.364)
	0.996
	(0.982)
	0.92
	(0.816)

	74
	Ltα
	2.58
	(ND)
	-
	(ND)
	3.434
	(ND)

	75
	Stat6
	1.068
	(0.837)
	1.247
	(0.108)
	0.946
	(0.754)

	76
	Tgfb1
	1.167
	(0.623)
	1.002
	(0.989)
	1.102
	(0.677)

	77
	Hmox1
	1.405
	(0.321)
	1.898
	(0.116)
	1.554
	(0.132)

	Cytotoxic molecules
	
	
	
	
	

	78
	Gzmb
	0.745
	(0.464)
	1.082
	(0.834)
	1.207
	(0.654)

	79
	Prf1
	1.281
	(0.362)
	1.226
	(0.396)
	1.646
	(0.085)

	Others
	
	
	
	
	
	

	80
	B2m
	1.418
	(0.338)
	1.054
	(0.874)
	1.544
	(0.181)

	81
	Fn1
	0.347
	(0.314)
	0.822
	(0.832)
	0.485
	(0.481)

	82
	Gusb
	0.941
	(0.794)
	1.905
	(0.01)*
	1.112
	(0.573)

	83
	HprtT1
	0.661
	(0.535)
	0.875
	(0.843)
	1.53
	(0.591)

	84
	Ski
	0.866
	(0.472)
	1.348
	(0.269)
	0.929
	(0.651)

	85
	Tfrc
	0.446
	(0.315)
	0.854
	(0.747)
	0.498
	(0.084)

	86
	C3
	2.63
	(0.062)
	3.326
	(0.164)
	1.799
	(0.159)

	87
	Col4aα5
	1.16
	(0.596)
	2.259
	(0.039)*
	1.238
	(0.418)

	88
	Ikbkb
	0.814
	(0.322)
	1.201
	(0.403)
	0.854
	(0.366)

	89
	Lrp2
	0.087
	(0.147)
	0.48
	(0.644)
	0.52
	(0.648)

	90
	Pgk1
	2.929
	(0.208)
	1.889
	(0.003)*
	1.509
	(0.073)

	91
	Tnfrsf18
	1.723
	(0.337)
	2.008
	(0.04208
	1.384
	(0.184)

	92
	Cyp1a2
	2.47
	(0.104)
	2.556
	(0.172)
	3.208
	(0.054)

	93
	Cyp7a1
	1.375
	(ND)
	-
	(ND)
	1.934
	(ND)

	94
	Gapdh
	1.842
	(0.006)*
	2.34
	(0.015)*
	1.687
	(0.023)*




*P<.05, ND = not detectable ZIKA+PBS: n=4; Mock+IRA: n=4; ZIKV+IRA: n=4
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